Enterobacter cloacae pentaerythritol tetranitrate reductase (onr) gene, complete cds

GenBank: AY388474.1

ACCESSION   AY388474

VERSION     AY388474.1  GI:38674621

LOCUS       AY388474                1392 bp    DNA     linear   BCT 08-JUN-2004
	1
	ctgcaggcca
	aaatttcccg
	cagtgccgtg
	ccgctggaaa
	gcgcactggc
	acatgttaat


	61
	agcagcatta
	ctgcgcctgg
	cgtgtagcag
	gcgtttttat
	ttacttaatt
	actagtcgac



	121
	tggtctactc
	aggagtcgtt
	atgtcagctg
	aaaaactttt
	caccccactg
	aaagtgggcg



	181
	ccgtcaccgc
	accaaaccgc
	gtgtttatgg
	ccccactcac
	ccgtctgcgc
	agcatagagc



	241
	cgggtgatat
	cccaacccca
	ctgatgggtg
	aatattatcg
	tcagcgcgcc
	Agctctggtc


	301
	tcatcatcac
	tgaagccacg
	cagatttccg
	cacaggcgaa
	gggatatgcc
	Ggcgcaccag


	361
	gcctgcacag
	cccggagcag
	attgccgcct
	ggaagaaaat
	caccgctggc
	gttcacgccg



	421
	aagagggtcg
	cattgcggtt
	cagctgtggc
	acaccggtcg
	tatctctcac
	agcagcattc



	481
	agcctggcgg
	tcaggcgccg
	gtttccgcgt
	cggccctgaa
	tgcgaatacc
	cgcacttccc



	541
	tgcgcgatga
	aaacggtaac
	gcgatccgcg
	tcgatacctc
	aacgccacgc
	gcccttgagc



	601
	tggatgagat
	cccgggtatc
	gtgaacgatt
	tccgtcaggc
	ggtggctaac
	Gcccgcgaag



	661
	ccggttttga
	tctggttgaa
	ctgcactccg
	cgcacggata
	cctcctgcac
	cagttccttt



	721
	caccgtcgtc
	caaccaccgc
	accgaccagt
	acggcggtaa
	cgtcgaaaac
	cgcgcccgtc


	781
	tggtgctgga
	agtggttgat
	gccgtttgtc
	aggagtggag
	cccggaccgt
	attggtattc



	841
	gcgtctcccc
	aatcggtacg
	ttccagaacg
	tcgacaacgg
	tccgaacgaa
	gaagcggacg



	901
	cgctgtatct
	gattgaagaa
	ctggcgaaac
	gcggtatcgc
	gtatctgcac
	atgtccgagc


	961
	cggactgggc
	cggtggtcag
	ccttactctg
	aggctttccg
	ccagaaagtg
	Cgcgagcgtt



	1021
	tccacggggt
	gatcatcggt
	gcgggggcct
	atacgcctga
	gaaagccgaa
	Gatctgatta



	1081
	ataaagggtt
	gatcgacgcc
	gtggcctttg
	gtcgtgatta
	cattgccaac
	Ccggacctgg



	1141
	ttgcccgtct
	gcagcagaaa
	gcagcgctga
	acccacagcg
	cccggaaagc
	ttctacggcg


	1201
	gcggcgcgga
	aggctatacc
	gactacccta
	cgctgtaatc
	tctccgttgt
	gcattgatag



	1261
	cggcggcctt
	tcgccgctat
	actaaaactt
	cgtttctgtt
	caaaaagata
	ctctactcca



	1321
	ttggttaatg
	aggaaattat
	gcgcctactt
	cacaccatgc
	tgcgcgttgg
	cgatctgcaa



	1381
	cgttccatcg
	at
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Forward primer

                              NotI site

5’ AT|GAATTC|GCGGCCGC|T|TCTAGA|ggagtcgttatgtcagctg  3’

           EcoRI site                              XbaI site

                     Biobrick prefix                       Complementary sequence

Alternatively, if I understood correctly each bacterium species has its own specific SD sequence it best responds to, with small variations between different bacterium species. Thus we can add some modifications to the primer to make it correspond to the E. coli SD sequence and therefore make it more efficient. (Ashkan Golshani et al. 2004)
Forward primer (substitution)
                              NotI site

5’ AT|GAATTC|GCGGCCGC|T|TCTAGA|ggagGtgttatgtcagctg  3’

           EcoRI site                              XbaI site

                     Biobrick prefix                       Complementary sequence

Reverse primer

                              NotI site

5’ ATT|CTGCA|G|CGGCCGC|T|ACTAG|TATTATTACAGCGtagggtagtcGG 3’

             PstI site                               SpeI site

           Biobrick suffix                                            Complementary sequence

Alternate primers 
Reverse primer

5’ AT|ACTAG|TATTATTACAGCGtagggtagtcGG 3’

            SpeI site
               Suffix                  Complementary sequence
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