20

|
218363708: - - MQQEAHEGM NMETKGENMSAN EAABTVMEESA
218425442: - -MQQEAEGM NMETEGENMSAN ']
115511419: - -MQQEAEGM NETEGENSAN
26111730 - - - - - - - - - -
83574254 - - - QQEAEGM
90103542 - - - QQEAEGM lGSG Y
166852915 - - MTGEABGM llTlGllPAl -lcscllTiEmM
219567067 - - MGQEAEGM HMETRGENMGAN -BcscElTEM
152206095 - -MGQEABGM METKGEWGA [} Y
1072_3 - -MGQEAEGM ']
29335721 - -MNQEABGHE METKGHEGASE EAABAMNEEPA
37542641 - - MNQEAHEGHE METKGHNASHE EWABAMEERAA
116098028 - -TNQQ---- ----------
111075047: - - - - -EQE-M - - - - - - - - - -
118133308 MITVNEBEM- - ---------- -B-Kc
169119423 HETRGEEAAN ENcGGENTHES
152933790 HETKGEEAAN EAABTVMNEESA BES T MNcccENTHS
169405180: HETRGHEEAANM EAABTVMEESA BNsHE- -||T MVccclNTHS
Consensus - -MQQEALGM IETKGLVAAI EAADTMVKSA NVALIGYEK- -I1GSGLVTVM
100%
consenaton. 1T allNTRen OO Al . A

a3

Sequence logo
0.0bits

V.MgﬁﬁﬁLGg
WEGBE - GANR

YETKGLuzAT

EADSATeA

KKVGE - -VVS

iVxLvGvER.

VHV I PRPHXE

L 166LV TV

100

[
llSllGPNTP

VEKIL-P- - -

218363708: AATBAGSAAA
218425442: AATBAGSAAA
115511419: AATBAGSAAA
26111730 - - - - - = m - - e e e -
83574254 AATBAGANIAA
90103542 AATBAGANIAA
166852915 AATBAGAAAA
219567067 AATBAGAASA
152206095 AATBAGAASA
1072_3 AATBAGAASA
29335721 AANBAGNIQAA
37542641 AAIIAG.QAA
116098028
111075047:
118133308 K NTTNE- - - - -
169119423 ASIIAGIAAI
152933790 SVEAGNAAN
169405180: MTGBM - GANK AsllAGlAAl
Consensus VRGDV -GAVK AATDAGAAAA
100%
conseion TN W] Mool

sl ol

oL

L

4.3bits

Sequence logo
0.0bits.

VREDV_GAVK

218363708
218425442
115511419
26111730
83574254
90103542
166852915
219567067
152206095
1072_3
29335721
37542641
116098028
111075047
118133308
169119423 P
152933790
169405180: P
Consensus K

[ |
KESAESGREN
KBsAEsSGREN

Aa¥BAGKXAX

120

ak6GE..4v5

EHVTPRPH§E

SSNENTENVE

--DNLVEQVI

UERTLP..c

X- - --EVMXK

100%

Conservation
m/ o= (P

i e e e e e

H!_\r—\r—\r—\!_\r—\ﬂm!—\

sl

r—w—w—\!_\r—\ﬂﬂ!_h—\ﬂ

Sequencelogo
0.0bits.

RvBferorls wrmeevexor GgﬁvﬁfgﬁQt

EEBﬁE6E§3$

ERGVEESEEK




218363708
218425442
115511419
26111730
83574254
90103542
166852915
219567067
152206095
1072_3
29335721
37542641
116098028
111075047
118133308
169119423

152933790 R|

169405180:

Consensus
100%

Conservation

0%

4.3bits

Sequence logo
0.0bits

218363708
218425442
115511419
26111730
83574254
90103542
166852915
219567067
152206095
1072_3
29335721
37542641
116098028
111075047
118133308
169119423
152933790
169405180

Consensus
100%
Conservation
0%
4.3bits

Sequence logo
0.0bits.

218363708
218425442
115511419
26111730
83574254
90103542
166852915
219567067
152206095
1072_3
29335721
37542641
116098028
111075047
118133308
169119423
152933790
169405180

Consensus
0%

Conservatlon
O"/

Sequence Iogo
0.0bits.

QAPAAPTPAP
-A-ARP- - - -

- «LTDIX-P EA--cccnn cmmmmman-n -KXXAN---- ---GXGITEF
’_\WH!—H—U_H_\ HHV—U—U—U—U—\V_H—U—\ P e e Bl e e !_\’_‘r—w—\ﬂﬂr—w—w_\ r—w—\!_\!_\ﬂl_\ﬂﬂﬂ
8¥g§§5$§5§ EKTRERRPBV RUAEESBSES 9E§§ENE$§, VE§2§E¥TE?
220
|
WicTA - -BGHT ANNBN BTcAGPQHEA
WicTA - BN RTcAGPQEEA
MicTA - BN RTGAGPQEA
NiGTA - BN RTGAGPQ
NWicTA - | | BrP RTGAGPH
WicTA- -NGHT BP RBTcAGPQEEA
WicTA - -BGBT BA RTGAGPQHIMA

NWiGTA - -GGBT

WicTA - -GGBT

WicTA- -GGBT NcH
E

Bs
Bs

ANNBS
liemcllpsNBP
BemclipsNBP

BA

Hemclips

VQTMENERBT
VQTMENEKBA
BERAE- - -BT

VGTA--XGDT IGLVIANVDX

RslicliisA
R¥sVEcEEsA
R¥sSUEcHEsA

TUHcHESS

LLHEXMGIDK KYRSIGILGA

R¥MGAPAQMMA
R¥MGAPAQMMA
R¥GcAPAQMMA
RSGAGPHEMA
RSGAGPHEMA
RTGAGPQEIMA
RTGAGPHEMA
RTGAGPHEMA

RTGAGPQIMA

M GIRL e

o M-n-ne T

Tnlinnanall

VeTe. 28T 16r 5alDe

260

|
ABEANRATNS
ABEANRATNS
ABEANKRATNS

VMBEA
MBEAMKATNT
MBEANMKATNT

ABEA

ADEAVKATNT EVISIELARD

B TRGGAGHGHNE

KVRETOTLEA
INEcASBYSE

cLEeehsTsk

280

TlGGGGlGC.
TEGGGGHGCH
TEGGGGHGCH
TEGGGGHGCH
TEGGAGHGCH
TEGGAGHGCH
TRGGAGHGNE
TRGGAGHGHE
TRGGAGHGH
TRGGAGHGHE
TRGGAGHGSH
TRGGAGHGSH

TRGGAGHGCH
TRGGAGHGSHE

BNUED
---------- - I¥BABNVEN

TKGGAGHGCL | 1FGAEDVSD

RYGAGRETHA

300

KKAE
TRRAETVRBY

ARRAVEVA-L

IO 0001

MW

Al o

DERUKATN? EvrsTETERD TROGRGHG=L IveshebVSD xRiAvevs.l




340

|
ENEABGAPNG

218363708: EQNMTARASHA KSEGMTCASP 282
218425442: EQMTARASNA BENKAEBGAPHG KSEGMTCASP 282
115511419: EQMTARASNA BENKAEGAPHG KSEGMTCASP 282
26111730 EQMTARASNA BENKAEGAPHG KSEGMTCASP 203
83574254 EQNMTARASGA BENKAEGAPEG QAEANMTNMIGAP 310
90103542 EQMTARASNA BQKAEcAPEG WTMGAP 294
166852915 EQMTARASNA BQKAEGAPHEG EcBElNMGAPR 292
219567067 VoMTARASEN EERAEcGAPSG QAEGHEIMHAAP 326
152206095 VoNMTARASHE KAEcAPSG QAEGHEIMHAAP 326
1072_3 VoNMTARASEN KABGAPSG QAEGHEIMHAAP 319
29335721 EQETARASGA CHMAEGAPEG KANGHEN
37542641 EQETARASGA CHMAEGABEG
116098028 BEQETARAAGA CHMAEGAPEG
111075047: EQMTARASEA RABENAPNIG
118133308 E BHNMTARASHA KcEcAPNG
169119423 l. BN | | |
152933790 KAGHUNE - --------- ----------
169405180: IIIINTI. '] --IT|NNIII NQH------- ----------
Consensus KELXRTXGDV YGSDAGHL-E FQYTARASYA LNKAFGAPIG KAFGLXCGAP
100%
consosten e SR Demef I 1 PR e FANIN et
senercetozo gy R TEGD VsushOHE.E #OVTARAS®A coRBEGAPSG RAFGLTeARP
360 3?0 40|0
218363708: AARSANNBPNE cNMASPSQGT - SGHSGANRQA 331
218425442: GHMASPSQGT - SGBSGA
115511419: GMASPSQGT - SGBSGA
26111730 P¥ GMASPSQGT - SGBSGA
83574254 GNASPGNGT - TGBSGA
90103542 GHMASPGNGT - SGBSGA
166852915 GMASPAKGT - SGBSGA
219567067 THMGSPTNGNE SGBSGA
152206095 THGSPTNGNE SGHESGA
1072_3 THMGSPTNGNE SGBSGA
29335721 Al.TAGlN.. SEASPAHGT - SGBSGANRQA
37542641 ANRTAGNNNE SEASPAHGT - scBscAlRQA
116098028 1] TEASPGHGT - SGHESGA
111075047: GHMASPAGGT - TGBSGA
118133308 SMASPSQGTA
169119423 H KB
152933790
169405180
Consensus AA1GVVMADT AAKTADVDXX GYASPSXGT- SFSNEVIFTI SGDSGAVRQA
100%
Gonsenvation, Hﬂﬂﬂﬂﬂmﬂ‘ ‘ﬂ e rren s Ao e HHHHHH‘ ‘ﬂﬂﬂ
| i " 6D3GAxG
seavence oo A5 Grushl® AxKelevsey 27RSPauGte SelEsvent $DSOAIRGR
420
|
218363708: BESTEB- -P¥ -ENRSTT--- - 355
218425442: BESTEB- -P¥ -EMRSTT--- - 355
115511419: M BESTEB- -P¥M -EMESTT--- - 355
26111730 BsTEB - - PH KSTT--- - 276
83574254 EATHEB- -Ps | =STT--- - 383
90103542 STT- 367
166852915 - - -KsBscEP | 368
219567067 -SVMSKPT- - - [E 403
152206095 -SMSKPT- - - [ 403
1072_3 -SMSKPT- - - [E 39
29335721 AEBGBTPY NBEPS- - - - - M 379
37542641 BEAEEGBTPM NBEPS- - - - - N 379
116098028 BEEAQEGENPM NBEPS- - - - - ¥ 267
111075047: AMA -GPA PSNTK- - - - - - 259
118133308 SMGQNPM - ---STTEP- - 285
169119423 M- - -RENGHE KA- - - - - - - - - - - - - 245
152933790 M- - -RKNGEE RA- - - ----- - ----- - - - 245
169405180: M- - -RENGEW- ---------- - ----- .- - 222
Consensus VIAAREVGLK LLXTLG--PV -EIKSTT--- -
100%
corsersaon, [0 [l et 11 coonlen -
Seq“e“e"z%s.s VTAKREVGE% ([asVReaPy coveler .+



