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K[GG Escherichia coli K-12 MG1655: b1162

Help )
Entry bl162 CDS E.coli
Gene name |ycgk, ECK1149, JW1149
Definition|predicted DNA-binding transcriptional requlator
Class \BRITE hierarchy)
SSDB \Ortholog) | Paralog ) | Gene cluster )
Motif Pfam: MerR
PROSITE: HTH MERR 1 HTH MERR 2
 Motif J
Other DBs |Pasteur: ycgE
RegulonDB: B1162
EcoGene: EGL13886
ECOCYC: G6602
NCBI-GI: 16129125
NCBI-GeneID: 945735
UniProt: P75989
LinkDB All DBs J
Position (|complement (1212551..1213282) Genome map
e B 243 aa AA seq J | DB search)
MAYYSTGDVAERCGINPVTLRAWQRRYGLLKPQRSEGGHRLEDEEDIQRTEETKRWISNG
VPVGKVKALLETTSQDTEDDWSRLQEEMMS TLRMANPAKTRARTTSTL.GREY PVDQLINHV
YTLPVRORLVLDHNTSRIMS SMFDGALTEYAATST.FEMRRKPGKEATTLMAWNVEERART WL,
EAWRLSLSGWHISVLADPIESPRPELFPTQTLIVWIGMAPTRRONELLOHWGEQGYKVIE
HAP
NT seq

WW?«aNTseq +upstream[::]nt +downstream[::]nt

gtggcttattacagcattggtgatgtigetgaacgttgegggattaatectgteactete
cgggectggeaacgeecgetacggtitgttaaaaccacagegeagtgaaggeggacaccga
ctctttgatgaagaagacatacaacgcatcgaagagatcaagegttggataagtaatgge
gtcecctgtaggeaaagttaaageattactggaaaccaccagecaggatacggaagatgac
tggagccgectgcaagaagagatgatgtecaattcttcgeatggetaatectgecaaacta
cgcgcgagaattatttcactgggtegagagtacccagtagatcaattigatiaateatgtt
taccttectgttcgecagegtetegtgettgatcacaacaccteccgeattatgageagt
atgtttgacggegceattaattgaatacgecageaacctegettttcgaaatgegeegtaag
ccecggtaaagaagecattctgatggegtggaatgttgaagagagagecacgattgtggetyg
gaagcatggegtttatcattgtcaggatggcacatttctgttcttgetgateccattgaa
tcgecgegeecggaactgtteecgacgeaaacattgattgtetggacaggeatggeacca
acgagaaggcaaaacqgaacttttacaacactggggtgagcaaggttataaagtcatcttt
catgcceectaa

DBGET integrated database retrieval system, GenomeNet

Light Sensor

SSDB Motif Search Result

Organism : E.coli

Gene:  blle2

Definition : predicted DNA-binding transcriptional requlator

Motif id From E|Definitinn Evalue [Score
psHTH MERR 2[3  [72 MerR-type HTH domain profie. | - 102734
Ipf:MerR F |E|P-lerFifamily requlatory protein  [5.3e-11] -

Ips:HTH_MERR_1 |7

Eh‘-lerlil-type HTH domain signature.| -

Search GENES with the same motifs
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View sequence




K[cc Escherichia coli K-12 MG1655: b1163

Hel

Entry

b1163 CDs B.coli

Gene name

vegF, ECK1150, JwW1150

Definition

pradicted FAD-binding phosphodiesterase

Class

BRITE hierarchx)

S55DB

\Ortholog) ( Paralog ) | Gene cluster )

Motif

Pfam: BLUF EAL
PROSITE: BLUF EAL

 Motif J

Other DBs

Pasteur: vyegF
RegulonDB: B1L163
EcoGene: EG13887

C: G6603

I-GI: 16129126
NCBI=GenelID: 947592
UniProt: P75990

LinkDB

All DBs )

Positien

complement (1213487..1214698)  ganama map)

AA seq

403 aa (‘ap seq ) | DB search)

MLTTLIYRSHIRDDEPVEKIEEMVS IANERNMQSDVTGILLFNGSHFFQLLEGPEEQVKM
IYRAICQDPRHYNIVELLCDYAPARRFGKAGMELFDLRLHERDDVLQAVFDKGTSKEQLT
YDDRALQFFRTFVLATEQSTYFEIPAEDSWLFIADGSDKELDSCALSPTINDHFAFHPIV
DPLSRRITAFEAIVOQKNEDSPSATAVGORKDGEIYTADLKSKALAFTMAHALELGDKMIS
INLLPMTLVNEEDAVSFLLNEIKANALVPEQITVEFTESEVISRFDEFAEATKSLKAAGT
SVAIDHFGAGFAGLLLLSRFQPDRIKISQELITNVHKSGPROATIQATTIKCCTSLEIQVS
AMGVATPEEWMWLESAGIEMFQGDL FAKAKLNGIPSIAWPEKK

NT szeq

tupst HmmE:Li. tdownstr f.'.'<llTlEI]t.

atgettaccaceettatttategtagecatatacgtgacgacqaacetgteaaaaaaate
gaagaaatggtttcgatagcaaatcgeaggaacatgeagtctgacgtaacagggatetta
ctgtttaatggttctecattttttecagettotggaaggtcoggaagaacaggttaaaaty
atatatcgggetatatgeccaggatecacggecactataatattgttgagetgetgtygegat
tacgegectgetegeeqttttggeaaagegggaatggaattatttgatttgegectgeac
gagcgagatgacgttttacaggecgtattegacaaaggeacatcaaaattteagetaact
tatgatgacagagegetacaattttttegtacttttgtecttgeaacegaacaatecaace
tatttcgagatcecctgecgaagactoctggeotttttateogety gatctgataaagaa
cttgattectgtgecctttecaccaactataaacgaccactttgecttteatectattgte
gatcccttategeggeggataategetttitgaagecattgtgcaaaaaaatgaagatage
ccateagecatageggttgggeagegtaaagacggggaaatetacacageggateteaaa

T se

atcaatctattacctatgaccctggttaacgaacctgacgecagtetettttttacttaat
gaaataaaggccaatgctctggtgectgaacaaatcatecgttgaatttactgaaagtgaa
gteatateteggtttgatgagtttyccgaagegattaaategetaaaggetgetyggtate
agtgtagecaattgatcattttggegecaggtittgetggtittgttactectgtecacygette
cagectgacagaattaaaatcagteaggaattgattaccaatgtteataaaagtgggeca
cggcaggcaattattecaggegateataaaatgetgtacatcacttgaaattcaagteagt
getatgggegtggeaacaccagaagagtggatgtaggettgaateegeaggaattgagaty
tttcagggagatetgtttgetaaagetaaattgaatggtatecctticcatagegtggeca
gagaaaaaataa

DBGET integrated database retrieval system, GenomeNet

= SSDB Motif Search Resul

Organism : E.coli
Gene:  b1163
Definition : predicted FAD-binding phosphodiesterase

MotiFid [From E‘Definition

E valua |Score

FBLUF 2 E\Sensors of blue-ight using FAD [24e-38| -

Ins:BLUF 2 E\BLUF domain profile,

1703

s:EAL 155 @\EAL domain profile.

1839

DFEAL [164 389 EAL domain 13647 -

Search GENES with the same motifs |

eco:hilel
il AR 1 O

0F SELUF pS:EHL

psiBLUF B sEAL

View sequence
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Restriction Sites:

ForEcoR [, Xbal, Spel, Pst]:
there IS no restrcition sites in neither
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