E.ADEM v0.0.4.0
Work Progress
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Previous Plan

1-2 weeks -> materials
1 week 1,4,5

1-2 weeks : 7,3,6,7,8,12
2 weeks 9, 171’

2 weeks 10,11

2 weeks 13

2 weeks 14



Scoring Function Reporter Quorum Sensing  Automatic Controller
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pLux-Tet Waiting
pLux-Tet + GFP Working
nf"nn J.|||vDJ.n| ny_Taot BlaYal-

I»J Ull T TUANIN 1! 'JLU/\ 1 CL

ccdB X2 Sequenced
pCon X8

pCon X8 + GFP

pCon + luxR

pCon X7 + luxl (AHL detection by 9 or GC-MS ?)
. pCon + [uxR + pLux-Tet + GFP (AHL)

10 pCon + luxR + pLux-Tet + ccdB X2 (AHL)
11.tetRX2

12.tetRX2 + pCon + |luxR + pLux-Tet (+ GFP)

13.(VR + pCon) X8 + tetRX2 + pCon + luxR + pLux-Tet
(+ GFP) (AHL/aTc)

14.(pCon X7 +) luxl + pCon + |luxR + pLux-Tet (+ ccdB)
15.VR X8

16.(VR + pCon) X8

17.tetR + pCon + luxl + pCon + |luxR + pLux-Tet (+ ccdB)
18.GFP + luxl + tetR + pCon + luxl + pCon + |luxR + pLux-Tet (+ ccdB)
19.(VR + pCon) X8 + tetR + pCon + luxl + pCon + [uxR + pLux-Tet (+ ccdB)

20.(VR + pCon) X8 + GFP + luxl + tetR + pCon + luxl + pCon + [uxR + pLux-Tet (+
ccdB)
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@ pLux-Te

K176000 X+P with nicks
Sequence OK

—iccdB——

P1010 in pSB1A3 in DB 3.1
Length OK

PSB1A3 X+P

~ Length OK

K176000 in pSB1A3
Sequence OK




113500 in pSB1A2
Sequence OK

113504 in pSB1A2
Sequence OK

113504 X+P
Length OK

K176000 in pSB1A3 S+P
Length OK

in pSB1A3
Sequencing




0.

K145151 in pSB1AZ2 in

ccdB DB 3.1
ST et F t
ragmen
lacZa-ccdB Length OK

@
0

B0034 in pSB1A2
Sequence OK

B0034 in pSB1A2 S+P

Length OK
K145151 X+P
_E> Digestion

K176001 X+P

lacZa-ccdB Length OK
in pSB1A2 in
_‘_@ DB 3.1
Waiting
K176001 in pSB1A3
— lacZa-ccdB in DB 3.1
Sequencing

in pPSB1A2 in DB

3.1

Sequencing
E+S

IacZa-ccd[I3>-

ccdB -

Waiting
E+S

IacZa-ccd[I3>-

B0O015 in pSB1AK3
Sequence OK

Waiting

BO015 in pSB1AKS3 E+X
Length OK

in pSB1AKS in

ccdB

DB 3.1
Waiting
in pSB1AK3

000 6006

lacZa-ccdB

in DB 3.1
Waiting




MG

J23119 in pSB1A2
Sequence OK

J23100 in J61002
Length OK

J23101 in J61002
Length OK

J23107 in J61002
Length OK

J23115 in J61002
Length OK

J23109 in J61002
Length OK

J23103 in J61002
Length OK

R0O051 in pSB1A2
Sequencing

AN

J23119 X+P
Length OK

J23100-J61002SF X+P
Length OK

J23101-J61002SF X+P
Length OK

J23107-J61002SF X+P
Length OK

J23115-J61002SF X+P
Length OK

J23109-J61002SF X+P
Length OK

J23103-J61002SF X+P
Length OK

R0051 X+P
Digestion



‘1‘1‘1‘1‘“‘“

J23119 in pSB1A3
Sequencing

J23100-J61002SF in
pSB1A3

Sequencin
J23101-J61002SF in

pSB1A3
Sequencing
J23107-J61002SF in
pSB1A3

Seq uencm?
J23115-J61002SF in

pSB1A3
Sequencing
J23109-J61002SF in
pSB1A3

Sequencin
J23103-J61002SF in

pSB1A3
Sequencing

R0051 in pSB1A3
Waiting



MG

J23119in
pSB1A3 S+P
Digestion
J23100 in
pSB1A3 S+P

Digestion
J23101 in

pSB1A3 S+P
Digestion
J23107 in
pSB1A3 S+P

Digestion
J23115in

PSB1A3 S+P
123109 in
PSB1A3 S+P

Digestion
J23103 in

pSB1A3 S+P
Digestion
R0051 in
pSB1A3 S+P
Waiting

>

:

:

:

:

v VYAY YAV VaEY VAV VYAV VAV VATV
> > > > > >
LPTA £PTA £ATA £FTA ATA £AFA £AFA £FA

:

_i

in pSB1A3
Waiting

in pSB1A3
Waiting

in pSB1A3
Waiting

in pSB1A3
Waiting

in pSB1A3
Waiting

in pSB1A3
Waiting

in pSB1A3
Waiting

in pSB1A3
Waiting



_‘_ xR 10462 in pSB1A2
X Sequence OK
_‘_ xR 10462 X+P
X Digestion

in pSB1A3
E>._ Waiting



K082014 in pSB1AK3
Sequence OK

K082014 X+P
Digestion

e

o
g

luxI-LVA

luxI-LVA

e

lux]-LVVA

lux]-LVVA

~e

lux]-LVVA

~e

lux]-LVVA

e

luxI-LVA

cossces

in pSB1A3
Waiting

in pSB1A3
Waiting

in pSB1A3
Waiting

in pSB1A3
Waiting

in pSB1A3
Waiting

in pSB1A3
Waiting

in pSB1A3
Waiting



K176000 in pSB1A3 E+X
Digestion

Dt

E+S
E>-._ Waiting

in pSB1A3
Waiting




in pSB1A3 E+X
Digestion

A
wm in pSB1A3
)V‘ Waiting



X+P
IacZa-ccd[B>-.~ Waiting

_‘_@. Waiting
in pSB1A3 in DB 3.1

in pSB1A3 in DB 3.1
| Waiting
Waiting

—. ‘— luxR

in pSB1A3 in TOP10
Waiting

> @ ==

in pSB1A3 in TOP10
Waiting

luxR

luxR

.— IacZa-cch[3>-.—

.— IacZa-cch[3>-.—




1732081 in pSB1A3

CAanrinann~inA
chucl 1Vl IU

tetR-LV, S0101 in pSB1A2
Sequence OK

tetR

¢

El'>— 1732081 E+S
Length OK

in pPSB1AK3

W>-.-
S0101 E+S
tetik-LY Length OK

Sequencing

in pPSB1AK3

tetR-LV.

Sequencing



Digestion
E+S
Digestion

in pSB1A3 E+X
_. ‘_w Waiting
A
p._ — Vv in pSB1A3
N E+X

v Waiting

@—‘—@—.— E+S
-




® - @ e @

in pSB1A3
Waiting

—‘— fetR-LV. ‘— xR
in pSB1A3
Waiting

® - @
A
LA

—‘—tetR-LV
A
Yoy in pSB1A3
P Waiting

v




RELRRRERR

E+S
Waiting
E+S
Waiting
E+S
Waiting
E+S
Waiting
E+S
Waiting
E+S
Waiting
E+S
Waiting
E+S
Waiting

pSB1A3 E+S
Digestion

ALLALLL

in pSB1A3
Waiting
in pSB1A3
Waiting
in pSB1A3
Waiting
in pSB1A3
Waiting
in pSB1A3
Waiting
in pSB1A3
Waiting
in pSB1A3
Waiting
in pSB1A3
Waiting



N
ASEREE

J23119 in pSB1A3
E+X

Digestion
J23100-J61002SF in
pSB1A3E+X

Digestion
J23101-J61002SF in

pSB1A3E+X
Digestion
J23107-J61002SF in
pSB1A3E+X

Digestion
J23115-J61002SF in

pSB1A3E+X
Digestion
J23109-J61002SF in
pSB1A3E+X

Digestion
J23103-J61002SF in

pSB1A3E+X
Digestion

R0051 in pSB1A3
Waiting

in pSB1A3
Waiting

in pSB1A3
Waiting

in pSB1A3
Waiting
in pSB1A3
Waiting
in pSB1A3
Waiting
in pSB1A3
Waiting
in pSB1A3
Waiting

in pSB1A3
Waiting















C0261 in pSB1A2
_‘_ luxI-LVA Sequence OK




